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Osaka Biostatistics Seminar
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[ Partial least squares and its application to survival
prediction using high-dimensional genomic data ]
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BIZ
&3 0SAKA UNIVERSITY Partial least squares (PLS) was originally developed in
chemometrics for modeling relations between sets of
%Fﬁ . chemical structures and chemical properties by means
- of latent variables. In recent years, PLS has gained

E?%ﬁﬁﬁiﬂgﬁ%ﬁﬁ%*ing attention in analyzing the relation between genomic

E?’f bn'l'?ﬁﬁ"bi data and clinical o.utcomes. PLS wgrks well for data with
H#Fﬂ{E large numbers of independent variables and small

7r 'r /r-l . numbers of samples. This seminar will introduces how

SICAZOS . BEETICFREOA DTS- PLS is applied to link the genomic data and patients’

A= )UICTHEHRIAFHLTZE, survival outcomes.
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