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What is gene?

Deoxyribonucleic Acid (DNA)
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Polymerase chain reaction (PCR)
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Comparison of gene expression

Normal vs Abnormal WT vs KO

How difference between control and experimental group?

Morphology
Behavior
Gene expression

Gene expression analyses
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Primer design
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Housekeeping genes (reference genes)

Table 1. TagMan Gene Expression Assays featured in this study.
GeneID Gene name

Accession number

Assay ID

RPLPO Ribosomal protein lateral stalk subunit PO NM_001002 Hs99999902_m1
ACTB Actin, beta = B-actin NM_001101 Hs99999903_m1
PPIA Peptidylpropyl isomerase A NM_021130 Hs99999904_m1
PGK1 Phosphoglycerate kinase 1 NM_000291 Hs99999906_m1
B2M Beta-2-microglobulin NM_004048 Hs99999907_m1
GUSB Glucuronidase, beta NM_000181 Hs99999908_m1
HPRT1 Hypoxanthine phosphoribosyltransferase 1 NM_000194 Hs99999909_m1
TBP TATA box-binding protein M34960 Hs99999910_m1
18S Eukaryotic 18S ribosomal RNA X03205 Hs99999901_s1

GAPDH Glyceraldehyde-3-phosphate dehydrogenase NM_002046 Hs99999905_m1
TFRC Transferrin receptor NM_003234 Hs99999911_m1
IPO8* Importin 8 NM_006390 Hs00183533_mt
POLR2A*  Polymerase (RNA) Il (DNA-directed) polypeptide A NM_000937 Hs00172187_m1

uBc* Ubiquitin C NM_021009 Hs00824723_m1
YWHAZ* gg‘fvsa'ginsp?;?gaog?;”ase/ tryptophan 5-monooxygenase NM_003406 Hs00237047_m1

HMBS* Hydroxymethylbilane synthase NM_000190 Hs00609297_m1

*For this study, these assays were run only on the TagMan Array Human Endogenous Control Panel

Housekeeping genes (reference genes)

TagMan Endogenous Control 20

M Brain
W Liver 185 ACTB B2M GAPDH GusB HVBS HPRT 1PO8
m Lung
W Testis
W Pancreas 30
M Placenta
Thymus
W Thyroid
Salivary gland
m Mammary gland o
Colon
W Heart
m Kidney
Skeletal muscle
W Prostate
W Spleen PGK1 POLR2A PPIA RPLPO TP TFRC UBC YWHAZ
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Digital PCR

(dPCR)
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Droplet Digital PCR (ddPCR)

- 8-
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How to reserve the PCRs Locations of the PCRs
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qPCR

Room 0501
Staff room

Ext.8327

qPCR: ViiA7, QuantStudio7, QuantStudio5
250yen/30min, approximately 1.5 to 3h/experiment
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PCRs and corresponding plates
gPCR
QuantStudio5 QuantStudio7 Viia7
96-well plate 96-well plate 96-well plate
384-well plate 384-well plate
96-well plate 384-well plate Adhesive Film
a = =3
#4306737 #4309849 #4311971
Genuine products are recommended

dPCR
Absolute Q

16-well plate

MAP16 Plate Kit

#A52865
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Software can be downloaded

Powerfully simple
digital PCR
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More information?
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https://www.thermofisher.com/jp/ja/home/global/forms/life-science/quantstudio-6-7-flex-software.html
https://www.thermofisher.com/jp/ja/home/technical-resources/software-downloads/quantstudio-absolute-q-digital-pcr-system.html
https://www.thermofisher.com/jp/ja/home/technical-resources/software-downloads/quantstudio-3-5-real-time-pcr-systems.html
https://www.thermofisher.com/jp/ja/home/life-science/pcr/real-time-pcr/qpcr-education/real-time-pcr-handbook.html
https://www.thermofisher.com/jp/ja/home/brands/invitrogen/molecular-biology-technologies/mol-bio-school/pdf-request-form.html?ICID=MolBio-pdf-download-01

Notes for use

Common equipments for Graduate School of Medicine

-Make your reservation by minimum units

-Genuine products use for plates and seals are recommended

Do NOT operate while someone else is using

- Take your trash home

Please contact COC the first time you use PCRs, or if you have any problems
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