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13:00-13:50
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MEARDET] W (EYUIE - 0P PRl Sl y)
Monoclonal Antibody and Flow Cytometry
Associate Professor Eiji Umemoto (Department of Microbiology and Immunology)

14:00-14:50
CRISPR/Cas Y AT L& o= Bic TR 2

B AL #EgR QLR ARt 2 —)
Genetic Modification by using of CRISPR/Cas System
Associate Professor Tomoji Mashimo (Genome Editing Research and Development Center)

15:00-15:50
PET 2 HWEEEBRNDFARA—V VT

JHVEIE Zd% (BN A T REE  EET)
Quantitative Molecular Imaging using PET
Professor Jun Hatazawa (Department of Nuclear Medicine and Tracer Kinetics)
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13:00-13:50
BWENAAA RV T T 4 =T F—= VT X D EBSENT
iz B GEE TR R AR Tl A 17s )
Microscopic Bioimaging and Analysis with Deep Learning
Assistant Professor Hirohiko Niioka (Department of Mechanical Science and Bioengineering,
Graduate School of Engineering Science)

14:00-14:50
ARV T YA b A—#—In Cell Analyzer ZFH\T
RS FHTAFEE (NREE TEBRERNELNS)
IN Cell Analyzer High-Content Analysis (HCA) System
Researcher Yuuki Masumura (Department of Cardiovascular Medicine)

15:00-15:50
V—F—wAf7uF Al a RV EEMRREEREN~A 27 o RNA DT
A BPHES, AP EEGERT (S S A B R T AT P )
Identificarion of Pancreatic Cancer Specific microRNA using Laser Microdissection
Associate Professor Masamitsu Konno (Department of Frontier Science for Cancer and Chemotherapy)
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13:00-13:50
W — 4 Y — & AW B s T R BT D EBR
BRI B (BT BB HRFERE 4 — 7 MMEHT=E)
The Actual Analysis of RNA-seq Data using Next Generation Sequencing Technologies
Assistant Professor Daisuke Okuzaki (Genome analysis office, Genome Information Research Center,
Research Institute for Microbial Diseases)

14:00-14:50
BTy Y — MENTE RV RBS ) DENTIESE

R BhE (WRFERE  JEERaNEN )
Whole Exome Sequencing as a Tool for Mendelian Disease Gene Discovery
Assistant Professor Yoshihiro Asano (Department of Cardiovascular Medicine)

15:00-15:50
BEONEERVWEERT 0T 4 — LMENT
JBNE e MR (ESAFERRREN R - R - REET)
Clinical Proteomics Research
Senior Researcher Jun Adachi (National Institutes of Biomedical Innovation, Health and Nutrition)
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13:00-13:50
Y 7 IVH A 2 PCR DR & 55 )i 5

FRASCHE RHTBhE (ot (KIFEREK) SLENFIEHE )
Basics of Quantitative Real—-time PCR and its Applications
Assistant Professor Fumihiro Fujiki (Department of Cancer immunology)

14:00-14:50
{EIR B BREEIT I D A (R OAE IEARAT

Sl B (e EE it 2 —)
Structural Analysis of Biological Materials by Cryo—Electron Microscopy
Professor Kaoru Mitsuoka (Research Center for Ultra—High Voltage Electron Microscopy (UHVEM))

15:00-15:50
B R NEHE T ZE TR D

W e Hdx (CEmbgeEirseRl M A X 7 AWF5EE=E)
Principles of Super—Resolution Fluorescence Microscopy

Professor Yasushi Hiraoka (Biomolecular Networks Laboratories Nuclear Dynamics Group,
Graduate School of Frontier Biosciences)
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Monoclonal Antibody and Flow Cytometry

Associate Professor FEiji Umemoto (Department of Microbiology and Immunology)
[Flow Cytometer]
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Genetic Modification by using of CRISPR/Cas System

Associate Professor Tomoji Mashimo (Genome Editing Research and Development Center)
[Genome Editing]
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Quantitative Molecular Imaging using PET

Professor Jun Hatazawa (Department of Nuclear Medicine and Tracer Kinetics)
[PET]
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Microscopic Bioimaging and Analysis with Deep Learning

Assistant Professor Hirohiko Niioka (Department of Mechanical Science and Bioengineering,
Graduate School of Engineering Science)
[Microscopy and Image Processing]
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IN Cell Analyzer High—Content Analysis (HCA) System

Researcher Yuuki Masumura (Department of Cardiovascular Medicine)
[High-Content Analysis (HCA)]
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Identificarion of Pancreatic Cancer Specific microRNA using Laser Microdissection

Associate Professor Masamitsu Konno (Department of Frontier Science for Cancer and Chemotherapy)
[Laser Microdissection]
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The Actual Analysis of RNA-seq Data using Next Generation Sequencing Technologies

Assistant Professor Daisuke Okuzaki (Genome analysis office, Genome Information Research Center,
Research Institute for Microbial Diseases)
[Next generation sequencer]
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Whole Exome Sequencing as a Tool for Mendelian Disease Gene Discovery

Assistant Professor Yoshihiro Asano (Department of Cardiovascular Medicine)
[Next generation sequencer]
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Clinical Proteomics Research

Senior Researcher Jun Adachi (National Institutes of Biomedical Innovation, Health and Nutrition)
[LC-MS]
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Basics of Quantitative Real-time PCR and its Applications

Assistant Professor Fumihiro Fujiki (Department of Cancer immunology)
[Real-time PCR]
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Structural Analysis of Biological Materials by Cryo—Electron Microscopy

Professor Kaoru Mitsuoka (Research Center for Ultra—High Voltage Electron Microscopy (UHVEM))
[Electron Microscope]
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Principles of Super—Resolution Fluorescence Microscopy

Professor VYasushi Hiraoka (Biomolecular Networks Laboratories Nuclear Dynamics Group,
Graduate School of Frontier Biosciences)
[Super-resolution fluorescence microscopy]

WNBAMBE DO R R ORIL. o THREARMICREATE, ARIZITVIRREEE 72 134X TV D IRETHIZL T
L8, AMFTEELRDLZ OEREGLENTEDLZETHD, L, t%ﬁ%ﬁwﬂﬁﬁ
SO DOMHENE KT B PRI L > THIEE T D | _nﬂk%&k L& 7o TN, ITEDRSY
FREEBAMEE ORI L > T, ZoRITRAEZE A 5 Z E N ATHEICZAR D | mtﬁﬁﬁ»ﬁt@T%ﬁﬁii
MTPéOK%%TM\:®i5@%“%%itﬁﬁﬁ&mk%®ﬂﬁLOMTﬁﬁTé



