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1. The Genome Informatics/Systems Immunology Laboratory focuses on three main areas of bioinformatics:
(1) Functional analysis of B and T cell repertoires from large-scale sequence data; (2) Prediction of protein-
RNA interactions mediating post-transcriptional regulation, especially in immune cells; (3) Development of
multiple sequence and structural alignment methods.
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2. After picking one the three main research topics (above), you will develop skills required to retrieve,
analyze and present sequence and structural data using simple python scripts. These skills will be essential
for your future research career, whether or not you chose to pursue bioinformatics.
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3. Anyone interested in learning how to handle large amounts of biological data are welcome.
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