AEEA (EMELEA) | ERPIEET: (DA L A50ET) KA | AR

BANE T A VA FRTE D D ECTHERERTFHZ2FZATH DL ), Hx DFET —~
FHE~OFRE T DOFPT, MFEETHED TWAFRE Ty =7 MBI OFOBEESE ) HE A OFRH
BLIEORHAEE L, RET 5,

PRI THEYE | RYYEICHIER DV | EEROSWEEERELET,

(Tel) 06-6879-8335

& ¥ % T ANy N
(Email) tkobayashi@biken.osaka-u.ac.jp

Z ORI 72> T
DIEEHIEE

BRI
1) BXTANA, @REELVS T A LR ’Ee'ﬁ*ffiéﬁ%‘%

nFyANA RV) BALROBERBER ORIV REEF WAt
FERRFRFRAR T, EROFEEAIE ‘hf“éﬁﬁ%ﬁ M55 /1) FASTZ> /O 8 ATEHR
W EETIE, RVIERICE > THRETHAEN - AEIANR

S AAELCOET, BOl, BT, RV GBI @
ABEFBIER (VA= 2T 4 7 AF) D

MR LE L (1), RV OFB) - 1A .‘ %_,ﬁ
DR % B, LY S— RV = 3T 1 7 AT “"”@

Z FH RSB . RSB ORI 21T - ...‘ "

WEF, 2T, b MR R A | X ' ' ' '

EZdmmEtEoa e kv AT A L AI2D RNAXvyE T BER
WTHFSEEIT> CTWET, E1. a#9(/IVADANIERGEHIEFIRER)
2) BEISIAMRYE L AT A VA & W TSI R IC B D iP5

WAL Y LA T A LA (MRV) &, 10 538D 2 KL RNA 275 L& L THRi> TV ET, MRV [ ZEEH
o CIERAICHGE L, G 2 a2 2 L | SR, K. Fom. RS onR e B e L
7o BEBRMEE T A VA L L CORZENREEA TWET, FAEIZ MRV O U NR—AY = X7 4 7 AREZEAN - Biff
THIET, BIEFHEMRY ZEH L, L0 R THEEDREO SO ESANE MRV OBRRMIEZ1T> T E
7

2 SUNDLAVE S DS

Nouda R, Minami S, Kanai Y, Kawagishi T, Nurdin J.A, Yamasaki M, Kuwata R, Shimoda H, Maeda K, Kobayashi T.
Development of an entirely plasmid-based reverse genetics system for 12-segmented double-stranded RNA viruses, 2021,
Proceedings of the National Academy of Sciences of the United States of America, 118:¢2105334118.

-

2. Taniguchi M, Minami S, Ono C, Hamajima R, Morimura A, Hamaguchi S, Akeda Y, Kanai Y, Kobayashi T, Kamitani W,
Terada Y, Suzuki K, Hatori N, Yamagishi Y, Washizu N, Takei H, Sakamoto O, Naono N, Tatematsu K, Washio T,
Matsuura Y, Tomono K. Combining machine learning and nanopore construction creates an artificial intelligence
nanopore for coronavirus detection. 2021, Nature Communications, 12:3726.

3. Kanai Y, Kobayashi T. FAST Proteins: Development and Use of Reverse Genetics Systems for Reoviridae Viruses. 2021,
Annual Review of Virology, 8:515-536.

4. KanaiY, Onishi M, Kawagishi T, Pannacha P, Nurdin J, Nouda R, Yamasaki M, Tina L, Pattara K, Okitsu S, Hayakawa
S, Ebina H, Ushijima H, Kobayashi T. Reverse Genetics Approach for Developing Rotavirus Vaccine Candidates
Carrying VP4 and VP7 Genes Cloned from Clinical Isolates of Human Rotavirus. 2021, Journal of Virology, 95:¢01374-
20.



5. Kawagishi T, Kanai Y, Nouda R, Fukui I, Nurdin JA, Matsuura Y, Kobayashi T. Generation of genetically RGD o1-
modified oncolytic reovirus that enhances JAM-A-independent infection of tumor cells. 2020, Journal of Virology,
94:¢01703-20.

WFFEER A L X— (2022 4EJE)
Hiz 14, HEIR 14, B 4, R 1 4. FEB - FEmiER 44, RERAE3I A, HRE 14



